Key indicators: single-crystal X-ray study; T = 120 K; mean (C-C) = 0.002 Å; R factor = 0.029; wR factor = 0.078; data-to-parameter ratio = 13.4.
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ) .
Cg is the centroid of the C10-C15 ring. Table 1) connect the individual molecules into chains along the c axis (symmetry codes: i) x, -y+0.5, z+0.5; ii) x, -y+1.5, z-0.5). The neighbouring chains are connected through the C15-H15···N3A and and C2A-H2A···N3 interactions.
D-HÁ
Experimental 4-Chlorothieno[3,2-d]pyrimidine (10.0 mmol) was dissolved in 50 ml of 2-propanol. Benzylamine (13.0 mmol) and triethylamine (16.0 mmol) were subsequently added to the reaction mixture, which was stirred at 60 °C. The TLC control showed one spot after 18 h. After that, the mixture was evaporated and suspended in distilled water (20 ml). The product was collected by filtration, washed with distilled water and 2-propanol and dried in a desiccator over silica gel. Part of the product was recrystallized from acetone, which led to a crystalline product containing the crystals suitable for a singlecrystal X-ray analysis. 
Refinement
Non-hydrogen atoms were refined anisotropically and hydrogen atoms were located in difference maps and refined using the riding model with C-H = 0.95 (CH), C-H = 0.99 (CH 2 ) Å, and N-H = 0.88 Å, with U iso (H) = 1.2U eq (CH, CH 2 , NH).
Computing details
Data collection: CrysAlis PRO ( 
Figure 1
Two crystallographically independent molecules of the title compound with the non-hydrogen atoms depicted with anisotropic displacement ellipsoids at the 50% probability level and given with the atom numbering scheme.
Figure 2
Part of the crystal structure, showing the formation of one-dimensional chains as well as non-covalent ineteractions within (N4-H4···N1 hydrogen bond (dashed green lines) and C7-H7···π, N4A-H4A···C2A (dashed orange lines)) and between (C15-H15···N3A and C2A-H2A···N3; dashed orange lines; see Table 1 for parameters) the chains.
N-Benzylthieno[3,2-d]pyrimidin-4-amine
Crystal data are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

